Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.034; wR factor = 0.085; data-to-parameter ratio = 15.8. The title mononuclear nickel(II) complex, [Ni(C 18 H 18 -N 2 O 4 )(H 2 O)], possesses crystallographic mirror symmetry. The Ni atom is five-coordinated in a square-pyramidal geometry, with two imine N and two phenolate O atoms of the Schiff base ligand in the square plane, and the water O atom in the axial position. In the crystal, the molecules are linked via intermolecular O-HÁ Á ÁO hydrogen bonds, forming chains along the a axis. ] M r = 403.07 Orthorhombic, Pnma a = 8.7698 (3) Å b = 27.0608 (9) Å c = 7.4731 (2) Å V = 1773.5 (1) Å 3 Z = 4 Mo K radiation = 1.13 mm À1 T = 298 K 0.18 Â 0.17 Â 0.17 mm Data collection Bruker SMART CCD area detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.823, T max = 0.832 9937 measured reflections 1978 independent reflections 1762 reflections with I > 2(I) R int = 0.023
The title mononuclear nickel(II) complex, [Ni(C 18 H 18 -N 2 O 4 )(H 2 O)], possesses crystallographic mirror symmetry. The Ni atom is five-coordinated in a square-pyramidal geometry, with two imine N and two phenolate O atoms of the Schiff base ligand in the square plane, and the water O atom in the axial position. In the crystal, the molecules are linked via intermolecular O-HÁ Á ÁO hydrogen bonds, forming chains along the a axis.
Related literature
For related structures, see: Angulo et al. (2001) ; Dey et al. (2004) ; Edison et al. (2004) ; Ramadevi et al. (2005) ; Suh et al. (1996) ; Tang (2009) .
Experimental
Crystal data [Ni(C 18 Table 1 Hydrogen-bond geometry (Å , ).
O3-H3Á Á ÁO1 i 0.847 (10) 1.969 (17) 2.734 (2) 150 (3) Symmetry code: (i) x þ 1 2 ; y; Àz þ 5 2 .
Data collection: SMART (Bruker, 2002) ; cell refinement: SAINT (Bruker, 2002) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
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Comment Nickel(II) complexes play an important role in both bioinorganic chemistry and coordination chemistry (Suh et al., 1996; Dey et al., 2004; Angulo et al., 2001; Ramadevi et al., 2005; Edison et al., 2004) . Recently, the author has reported a nickel(II) complex with a related Schiff base ligand (Tang, 2009) . As a continuation of this work, the title mononuclear nickel(II) complex, Fig. 1 , is reported here.
The molecule of the title complex possesses crystallographic mirror symmetry. The Ni atom in the complex is five-coordinated by two imine N and two phenolate O atoms of the Schiff base ligand, and by one water O atom, forming a squarepyramidal geometry.
In the crystal structure, the molecules are linked through intermolecular O-H···O hydrogen bonds (Table 1) , forming chains along the a axis, as shown in Fig. 2 .
Experimental 4-Methoxy-2-hydroxybenzaldehyde (0.2 mmol, 30.5 mg), ethane-1,2-diamine (0.1 mmol, 6.0 mg) and nickel(II) nitrate hexahydrate (0.1 mmol, 29.1 mg) were mixed in a methanol solution (20 ml). The mixture was stirred at room temperature for 30 min to give a green solution. The solution was allowed to stand in air for 5 days, yielding green block-shaped crystals of the title complex.
Refinement
Water H atoms were located from a difference Fourier map and refined isotropically, with O-H distance restrained to 0.85 (1) Å. Other H atoms were constrained to ideal geometries, with C-H = 0.93-0.97 Å and U iso (H) = 1.2U eq (C). 
Crystal data [Ni(C 18 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. C6-C1-C7 118.6 (2) H8A-C8-H8B 107.5 C2-C1-C7 122.8 (2) O2-C9-H9A 109.5 O1-C2-C3
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
118.17 (19) O2-C9-H9B 109.5 O1-C2-C1 123.9 (2) H9A-C9-H9B 109.5 C3-C2-C1 117.9 (2) O2-C9-H9C 109.5 C4-C3-C2 121.2 (2) H9A-C9-H9C 109.5 C4-C3-H3A 119.4 H9B-C9-H9C 109.5 C2-C3-H3A 119.4 Symmetry codes: (i) x, −y+1/2, z. 
Hydrogen
